INTRODUCTION
A NUMBER of mutant genes are now known in the hamster, Mesocricetus auratus. The majority of these affect coat colour, either modifying the quality of the pigmentation or producing white spotting. The present report is concerned with a search for possible chromosomal linkage between seven genes. New independence data are presented and collated with data given in previous papers (Robinson, 1958 (Robinson, , 1959a (Robinson, , b, c, 1962a (Robinson, , b, 1964 . A general review of hamster genetics and details of the seven genes may be found in Robinson (1968) . Table 1 lists the genes investigated. Impenetrance is not a problem with these mutants but inviability was encountered. The genes ru and s are associated with marked inviability effects, the expression of which varies between genetic backgrounds. The new segregation data is summarised by tables 2 and 3. These are analysed by the scoring method described by Fisher (1946) and elaborated by Bailey (1961) . Inviability effects can upset the regular gene ratios but these can be allowed for by the appropriate analysis (Robinson, 1958; Bailey, 1961) . Table 5 gives the main features of the analyses. This tabulation gives the estimated recombination fraction for the combined data, together with the resultant score and information which may be useful for future amalgamations. The column headed phase balance shows the percentage of information derived from coupling segregation.
MATERIAL AND METHODS

ANALYSIS OF NEW DATA
In general, the analysis has revealed negative results ( but it more probably stems from the inviability of ru. The linkage-like lack of association between ru and male is almost certainly due to differential inviability. These conclusions will emerge more clearly from the analysis of the whole 22 crosses.
ANALYSIS OF COMBINED DATA
The data from the 22 crosses undertaken during the course of these experiments have been analysed as a whole, with the results of None of these values is significantly high. The result for the two significant cases are due to unusually poor viability of the + ru progeny (a recombinant class). Examination of the two non-ru classes did not disclose a departure from independent segregation. The ru-male comparison reveals a highly significant association between ru and sex. The resaon is differential inviability between the sexes. Most ruru animals display impaired vitality in terms of significantly lower body weight for both sexes (Robinson, 1958) , progressive infertility of the male (Bruce, 1958) and, now, significantly greater pre-natal mortality of the male. The ru gene has featured in 16 crosses, most of which produced ruru animals in a 3 : 1 ratio, the remainder in 1 : 1. The estimated viabilities for each cross are similar for each ratio but modified by sex. The viability for males is 0.546 0024 and for females is 0691 0028, producing the significant difference of 0l45 0.037. The sterility of the male ruru has meant that only females have been mainly used for breading, hence in the segregating F2 and backcrosses, the male represents a crossover class. The differential mortality is great enough to influence the recombination fraction. Two other items point to the same conclusion. Cross XIV was produced from young ruru males before these became sterile. The number of backcross offspring is small, but consistent, in showing a deficiency of ruru males (now a non-recombinant class) and a recombination fraction (0.5 15 0.043) in excess of 05. Finally, an estimate of the recombination fraction, based on the two non-ruru classes, of all the relevant 16 crosses, gave the non-significant fig. 1 . The ru and s genes also display a significant linkage-like association. It is unlikely that the association is due to linkage but to an inviability interaction. Both of the genes are individually inviable as shown by significant deficiencies of TUTU and ss segregants in all of the crosses. The inviability is also shown by weight relationships between the genes (Robinson, 1958 Robinson (1958 Robinson ( , 1959a Robinson ( , 1962b 1964, this paper) e-Wh 0466±OO26 -5000 146000 100 Robinson (1964) e-male 0486±00l1 -13967 9l5800 82 Robinson (1968 Robinson ( , 1959a Robinson ( , b, 1962a ru-s 0434±0029 -7906 120634 44 Robinson (1958 Robinson ( , 1959a Robinson ( , 1962b , this paper) ru-male 0.477±0.032* -23600 1010242 94 Robinson (1958 Robinson ( , 1959a Robinson ( , b, 1962a Robinson (1958 Robinson ( , l959a, 1962b Robinson ( , 1964 to produce a significant result, the other combinations would not. The results are shown by table 6. Although each of the coupling and repulsion entries are significant, the total score is not. The recombination fraction for 
